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gcgtgcctaa tacatgcaag tcgagcgcag gaagccgtct gaacccttcg gggggacgac 60 

ggtggaatga gcggcggacg ggtgagtaac acgtaaagaa cctgcccata ggtctgggat 120 

aaccacgaga aatcggggct aataccggat gtgtcatcgg accgcatggt ccgctgatga 180 

aaggcgctcc ggcgtcgccc atggatggct ttgcggtgca ttagctagtt ggtggggtaa .240 

cggcccacca aggcgacgat gcatagccga cctgagaggg tgatcggcca cactgggact 300 

gagacacggc ccagactcct acgggaggca gcagtaggga atcttccaca atggacgaaa 360 

gtctgatgga gcaacgccgc gtgaacgatg aaggctttcg ggtcgtaaag ttctgttgta 420 

agggaagaac aagtgccgca ggcaatggcg gcaccttgac ggtaccttgc gagaaagcca 4 80 

cggctaacta cgtgccagca gccgcggtaa tacgtaggtg gcaagcgttg tccggaatta 540 

ttgggcgtaa agcgcgcgca ggcggcctct taagtctgat gtgaaagccc ccggctcaac 600 

cggggagggc cattggaaac tgggaggctt gagtatagga gagaagagtg gaattccacg 660 

tgtagcggtg aaatgcgtag agatgtggag gaacaccagt ggcgaaggcg actctttggc 7 20 

ctataactga cgctgaggct gcgaaagcgt ggggagcaaa caggattaga taccctggta 780 

gtccacgccg taaacgatga gtgctaggtg ttggagggtt tccgcccttc agtgctgaag 840 

ctaacgcatt aagcactccg cctggggagt acggrtcgcaa ggctgaaact caaaggaatt 900 

gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg cgaagaacct 960 

taccaactct tgacatcccc ctgaccggta cagagatgta ccttcccctt cgggggcagg 1020 

ggtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg ttaagtcccg 1080 

ca ^g°Q5 ( ? c _ s acccttgtc cttagttgcc agcattna.gt_ _tggaca_ctct 'agggagactg 1140 

ccggtcacaa eccggaggaa ggtggggatg acgtcaaatc atcatgcccc ttatgagttg 1200 

ggctacacac gtgctacaat ggacggtaca aagggcagcg aagccgcgag gtggagccaa 1260 

tcccacaaag ccgttctcag ttcggattgc aggctgcaac tcgcctgcat gaagtcggaa 1320 



tcgctagtaa tcgcaggtca gcatactgcg 

gcccgtcaca ccacgagagt ttgcaacacc 

gccgccgaag gtggggcaga tgattggggt 
gtgcggctga 



2 - 

gtgaatacgt tcccgggtct tgtacacacc 1380 
cgaagtcggt gaggtaaccg taaggagcca 14 4 0 
gaagtcgtaa caaggtagcc gtatcggaag 1500 

1510 



